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How can genomics advance conservation genetics
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Box 1. Population genomic approaches available for conservation
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Box 2. Epigenetics and conservation
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Concluding remarks and future prospects
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—— Box 4. Unresolved questions and possible conservation genomic approaches

Ouborg et al. (2010) 2010 /=12 H 24 H
Trends in Genetics 26 (4) ARHEWT WX I —
A STy

for tackling them
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